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WFFER R OME (FE30) : We examined the interaction between PRMT4 and 5 with RUNX2, is
major transcription factor in osteoblast differentiation. We found the post-translational
arginine methylation of. Using aRunx2me2 antibody we also disclosed the frequency of
Runx2me?2s is high at Japanese OS patient of poor prognosis in long term prognosis (p<0.01).
A DNA binding activity of RUNX2 to certain target gene were increased by arginine
methylation at mitotic phase. Protein expression of Runx2me2 was specifically at mitotic
phase and existed on chromosome in the SAOS-2 cell line. Our results confirm that arginine
methylation of RUNX2 by PRMTs affects its function as a transcription factor. This is first

report to disclose relationship between protein arginine-methylation and cancer.
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