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Bedridden elderly subjects (n=98) were divided into the tube feeding ingestion subject group and the
oral nutrition ingestion subject group and composition of microbiota of their tongue coating was
analyzed. Since the T-RFLP analysis patterns by Haelll digestion differed greatly between the tube
feeding ingestion group and the oral nutrition ingestion group, the distinct difference in microbiota
composition between two groups was assumed.

Then, two or more T-RFLP peak patterns obtained by digestion of the restriction enzyme of
Rsal, Mspl and Hhal other than Haelll constructed, and bacterial composition was re-analyzed with the
combination of peak patterns by using the computer software uniquely developed beforehand. However,
since TRFs which were specifically detected in the tube feeding ingestion subjects as compared with the
oral nutrition ingestion subjects all did not correspond to the oral bacterial species registered into
HOMD.

Therefore, 17 tube feeding ingestion subjects and 17 oral nutrition ingestion subjects were
selected among bedridden oral nutrition ingestion subjects as the candidates of pyro sequence analysis.
As the result of having analyzed the obtained DNA sequence, it became clear that Streptococcus
agalactiae and Corynebacterium striatum which are not usually detected in the healthy oral cavity were
detected by a high ratio in the tube feeding ingestion subjects. Furthermore, since Haemophilus
influenza and Pseudomonas aeruginosa which are pathogenic bacteria of pulmonary problems were also
detected by only the tube feeding group, oral microbiota is thought to be greatly disturbed by the tube
feeding ingestion.



Furthermore, examination about the rel
feeding ingestion subjects to systemic health was
showed independent relevance to clinical symptoms

evance of bacterial species characteristic of tube
progressed. However, the bacterial species which
intentionally was not found.
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