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Epigenetic landscape defined by artificial genetic circuit

Kiga, Daisuke
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Cell diversification in multi-cellular organism can be described by a trajectory
on a programed landscape which is defied by molecular networks inside and between cells. Especially in
such networks between cells, allocations of cells are an important parameter of the program. Here,
artificial genetic circuits constructed in this study are used for pursuing mechanisms i1n cell
diversification process.
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