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Towards the development of novel pest management agents, we identified
bacteriocyte-specific expressed genes in Bemisia tabaci. Genes expressed in the B. tabaci bacteriocytes
were remarkably different from the ones in Acyrthosiphon pisum, suggesting each symbiotic systems have
been evolving In unique ways. RNAi of a bacteriocyte-specific orphan gene tends to shorten the longevity
of B. tabaci. We also examined the genotypes and symbiotypes of B. tabaci in natural populations, and
found novel invasive group MED Q2 in Japan, previously undetected in Asia.
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