BXF-19

&

N H |

Al 'I
*\
K A K E

HEHREMRER (PR AEZRIRE) HRARBES

R 2 54E6 ] 7 AELE

HEES : 14401
MEiER - HFHAE (B)
HZEHARS - 2011~2012
EHEES 23700361
HMEREESL (F1X) AI#MEEAVE:RIGEY A X ERERRIGOBE &M AZER
MERE L (EX) The effect of compartment size on the intracompartmental reaction.
HEREKRE
¥AjE &R (MATSUURA TOMOAKI)
RIRKE - RERIEMAEE - AH5T
MEELZS 50362653

WFFER R oME (Fo3)

AR DY A KIIWNEBORINZ ED K 9 72585 B2 TWDHDTEA 9D 02 R8Tk, BEF4y
FDIHEHANT, K& SOBRRDWM/NINHTH R BRI ENE LT, TALTHME %
R L=, I, ZREAWTHERD X R 7 BA RIS RSB A ARG 2 5 58 % i
Rz, ZTORER, FOSEN NS WIEERLSETTHEDOFEEZ R L, 2O A =X L%
HMMZ LTz, BUSEDN/INE N ERNEFNE < — 62 FEBRIIRT Z LI LT,

WFFER R OB (330 -

The cell contents are encapsulated within a compartment, the volume of which is a
fundamental physical parameter that may affect intracompartmental reactions. However,
there have been few studies to elucidate whether and how volume changes alone can affect
the reaction kinetics. Here, we prepared artificial cell-1like compartments with different
volumes, and encapsulated the in vitro protein synthesis system. The effect of the
compartment size on the protein synthesis reaction was investigated. We found a reaction
that proceeds faster in smaller compartments and revealed the mechanism of the
acceleration. This result provided an example of how small compartment can be beneficial
for the intracompartmental reactions.
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