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The mechanism of the skeletal muscle atrophy; comparing rats and mice, medaka.

Terada, Masahiro
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We can simulate the skeletal muscle atrophy by using hindlimb suspension model. I
t was known that the skeletal muscle was atrophy during space staying. In this experiment, we compare thes
e two models, hindlimb suspension and space flown mice, to investigate the mechanism of the skeletal muscl
e atrophy. We extracted RNA form these samples. RNA was hybridized to the Whole Mice Genome (4 X 44K) Olig

0 Microarray (Agilent Technologies) according to the manufacturers protocol. Slide scanning was performed
using the Agilent DNA Microarray Scanner.



2

, Cbl-b  Siah-1A
Cbl-b
atrogin-1 2
2003
invivo
in vitro
15
G
atrogin
(Figure 1)

PL 3

Leica LMD6000

1SOGEN mRNA
RT-PCR
atrogin-1
2
RNA DNA
PCR
Gene Spring 11.1
Leica LMD6000
atrogin-1
atrogin-1
(Figure 2

21800096 )



1 (VDS)
13 2
(AEM) 2

DNA
PCR
PCR

S0D3
(Figure 3)
Gadd45g

(Figure 4)

DNA

AEFF L) H—1 atroginF 3/ HAS

Er MPFLGQDWRSPGONWVETADG WKRFLDEKSGSFVS-DLSSYCN---KEVYNKENLFNSLIN
7'7_ A MPFLGQDWRSPGQSWVKTADG WERFLDEKSGSFVS-DLSS YCN---KEVYSKENLFSSLN
A% MPFLGQDWRSPG QNWVKTEDG WKKTTLE-ENNKVSME--SFCK VKEEECFNKENLLISLG

Er YDVAAKKRKEKDMLNSKTKTQYFHQEKWIYVHEGSTEERHGY CTLGEAFNRLDFSTATLDS
<A YDVAAKKRKEDIQNSKTK TQYFHQEKWIY VHKGSTKERHGY CTL GEAFNRLDFSTAILDS
S VEMSAKKRRKDLMNNNTKAPYFHREKWIVVHKGSTKERHG YC TLGEAFNRLDFCSAIKDT

(= RRFNYVVRLLELIAKSQLTSLSGIAQENFMNILEK VVLEVLEDQ QNIRLIRELLQTLYTS
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Eb  LOCTLVORVGKSVE VENINMWVYRME TILHWQQQLNNIQITRPAFKGT TFTDL PLCL QLNT
<PA LCTLVQRYGKSVLY GNINMWYYRMETILHWQQQLNSIQISRPAFKGLTITDL PVCL QLNI
A5 LCGLVQDMGKSVL VENINMWYYRMENIL QWQQQLDNIQINRPT CTGMTLTDL PASLQLSI
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<2 YFKLVRCYPRREQYGVILQLCKHCHILSWKG TDHPCTANNPESCSVSLS PQDFINLFKF
A8 VFKLSRCYPHREQYSDTLHFC THCHILFWE--—DHPCTANNPENC TMSLSP QDFINLENF

Figure 1: The comparison of amino acid sequence of

atrogin between human, mice, and medaka.
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Figure 2: The comparison of the gene expression of

atrogin-1in fast skeletal muscle fibers.
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Figure 3: The SOD3 gene expression on mice skin.
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Figure 4: The Gadd4g gene expression on mice skin.
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