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Development of evaluation technique for soil quality using ITS-DNA microarray of in
dicator microorganisms.
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Ammonia oxidation is the important step of nitrification and is performed by both

ammonia-oxidizing archaea (AOA) and bacteria (AOB). In tea orchard soil, we must employ available means t
o inhibition incomplete nitrification by ammonia oxidizing microorganisms and to prevent denitrification b
y ammonia oxidizing bacteria. The aim of this study is to reveal activity and diversity of AOA and AOB in
acidic tea orchard soil to develop agricultural mana?ement technologies.

Archaeal amoA genes are more abundant than bacterial amoA genes in soil samples, and gPCR suggested that
ammonia oxidization is driven by AOA in acidic tea orchard soil. The result of the phylogenetic analyses s
howed that all clones in clone libraries for tea orchard soils can distinguished from those for unplanted
soil. These results suggest the specific AOA populations dominate as ammonia oxidizers in acidic soils, pa
rticularly acidic tea orchard soils, as a result of the adaptation to specific ecological niches.
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