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Hemimetabolous insects, such as cricket Gryllus bimaculatus, have remarkable
regenerative capacity. When cricket nymph loses a part of leg, the lost part of leg
is regenerated fromblastema, which is a population of dedifferentiated proliferating
cells. In the blastema cells, expressions of several epigenetic protein genes
including Enhancer of zeste (F(z)), which encodes methyltransferase on histone H3
27th lysine residue (H3K27), and Utx, which encodes demethylase for methylated
histone H3K27, were upregulated compared with differentiated cells. We performed RNA1
against £(z) and Utx. Morphologies of regeneration legs of £(z)(RNAi) and Utx(RNAi)
cricket nymphs were abnormal. Several leg patterning genes were ectopically expressed
in regeneration leg of £(z) (RNAi) cricket and were diminished in J/zx(RNAi) cricket.
Methylation of histone H3K27 was diminished and increased in £(z) (RNAi) and U¢tx(RNAi)
crickets, respectively, suggesting that epigenetic regulation of leg patterning
genes expressions via methylation of histone H3K27 is involved in repatterning
process during leg regeneration.
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