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Identification of allele-specific methylation regions involved in congenital genomic
imprinting disorders
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Recently, assisted reproductive technologies (ART) have become available to infert
ile couples who wish to have children. However, reports of rare imprinting disorders have been increased a
round the globe with the popularization of assisted reproductive technologies. In this study, to clarify t
he influence of ART for genomic imprinting and identify the ART-related risk factor(s), we analyzed the DN
A methylation status of 22 differentially methylated regions in BWS and SRS patients. We observed a more w
idespread disruption of genomic imprints after ART. Our data suggest that ART-related risk factor(s) was a

process after the fertilization than the gamete formative period.
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