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Analysis of the circadian clock in the green alga Ch/amydomonas reinhardtii
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WFFER S OBEEE (JE30) : The clock genes of the green alga Chlamydomonas reinhardtii have been
identified recently. In this study, we analyzed the clock genes and proteins and found new
characteristics of them in their genetic interactions, intracellular localizations, protein complex
formations, and light responses. These findings are important for understanding of the molecular

basis of algal circadian clock.
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