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Evolution of adaptive trraits to climate change in a wild relative of Arabidopsis th
aliana distributed along wide altitudinal ranges.

Hirao, Akira
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Genetic variation along environmental gradients such as altitude provides understa
nding to genetic basis of adaptive evolution. Arabidopsis kamchatica subsp. kamchatica, a wild relative of
A. thaliana, occurs along wide altitudinal gradients. In this study, we took advantage of the wide altitu
dinal distribution of A. kamchatica to detect the genetic basis of local adaptation. The results of screen
ing on eight candidate genes by next ?eneration sequencing indiicate that GL1, a trichome gene, and PHYB,
a photorecetor gene, are under natural selection and are associated with altitudinal adaptation.
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Shimizu et al. (2005), Shimizu-Inatsugi et al. (2009)
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