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TR OBEEE (330) : We have obtained following results on the mechanism of protein
synthesis in mammalian mitochondrial. (1) The role of GTP-hydrolysis during ribosome recycling
process has been clarified. (2) The sturucture of 55S ribosome has been determined at 10 A resolution
by cryoEM reconstitution. The E-site tRNA on 55S ribosome has been visualized. (3) The ribosome
binding properties of the mitochondrial ribosome biogenesis factor (ObgH1, Mtgl) have been clarified.
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