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Non-coding small RNAs act as functional molecules in cells. Endogenous siRNA (endo-siRNA) is
one of the small RNAs, but its biosynthesis process is unknown. In this study, we succeeded in
detection of endo-siRNA precursor present in the cell. Further, we showed that novel cytoplasmic foci
are functionally important in the endo-siRNA biosynthesis. Furthermore, we identified novel protein

related to the biosynthesis mechanism of endo-siRNA.
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