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We found that the cells located distal to the digital lay received positional info
rmation from inter digit. These cells get BMP signaling from adjacent interdigit located at the posterior
side. | named this region PFR. Surprisingly, PFR cells have unidirectional sensitivity which means PFR cel
Is respond to BMP signaling coming from only posterior interdigit. In this study, we focused on the origin

of the interdi?it that sends positional information to the PFR. We have developed a novel method that com
bines snapshot lineage tracing with Bayesian statistical estimation to construct whole-organ deformation m
aps from landmark data on limited numbers of space-time points. We applied it to chick limb development. A
guantitative tissue deformation map for St.23 and St.24 has been constructed, and its precision has been

proven by evaluating its predictive performance. Thus, our method enables deformation dynamics analysis in
organogenesis using practical lineage marking techniques.
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