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Glycome analysis in Vertebrate Embryogenesis
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IR R OBEE (3:30) : To investigate stage-specific glycomes in Xenopus laevis embryos, a
lectin microarray system was used. Unsupervised cluster analysis of lectin microarray data
indicated that glycan profiles changed sequentially during development. Nine lectin probes
showed significantly different signals between early and the late-stage embryos: 4 showed
higher signals in the early stages, and 5 exhibited higher signals in the late stages. The
gene expression profiles of relevant glycosyltransferase genes support the lectin microarray

data.
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