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Analysis of oligosaccharide function using N-and O-glycan-deficient Saccaromyces cer
evisiae mutant
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Saccharomyces cerevisiae strain YFY21 engineered of both of N- and O-glycan, exhib
its a sever growth defect. YFY22, which was isolated from YFY21, had normal growth. The gene expression pr
ofiles of YFY21 and YFY22 were analyzed using DNA microarrays. Expression of genes that encodes enzymes in

the glycolysis was up-regulated in YFY22.

Additionally mutated pmt2pmt4 disruptant strain exhibits the growth defect lacking phenotype of pmt2pmt4 d
isruptant . In the mutated pmt2pmt4 disruptant , Wscl was not processed and O-mannosylation of mannoprote
in on cell wall increased. These results showed that up-regulation of glucose metabolism and protection ag
ainst protein-degradation by addition of O-mannosylation are essential role for restored growth.
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