BXF-19

HPHMRBEMAER (FHiARBAERBINE) HRARBEE

Rk 25 4 6 A 11 HEIE

HEEES : 82708
MEiEE - HFHAKX B)
HZEHARS - 2011~2012
EEES . 23780207
MZRREEL (F130) YR IEEBERRFOIITFILHEE X UVRELEZEROER
FEEERE® (FEX) Identification of TNF pathway modulator and implications for immune
response in kuruma shrimp
MERERSE
XKHEA f#  (Tohru Mekata)
MWITTBCEAKEREHE L 2 — - BEREAEFREHGRE - XA
HEEES 40597944

WFZERC I OBEE (FI30) : 7 v~ BB W TIEBEES KT (tumor necrosis factor; TNF) @

FHHLz 2 R A% RNA TEIC L 28E T/ v 7 X0 %ICHBLEDN LT 51
ERE LT, 7o, WEEEREEZO 26 ORFORBERE A T L, BB a7 34— 4
ENTOMEIND ST T ) VNIRRT AT A VKRS EHEE SN2 X VR T D AR
MZBWT, TNFEARFORBED LH. /7 v 7 X0 Bk X OYRFEARERE OR B & O/
RRBH BT,

TR OBEEE  (330) : To gain an insight of the function of shrimp TNF at protein level,
proteome analysis has been done in kuruma shrimp (Marsupenaeus japonicus) with
recombinant TNF administration, gene silencing by dsRNA, and pathogen stimulation.
Putative s-adenosylhomocysteine hydrolase were up-regulated after recombinant TNF

injection and down-regulated after gene knockdown and exposure to pathogens.
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