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WFZERE R OMEEE (Z3C) @ In this study, we investigated the effect of predominant bacteria
in bovine milk on bovine mammary gland epithelial cells (BMEC) which could recognize
bacteria. Microarray analysis of gene expression in BMEC in response to the most
predominant milk bacteria Lactococcus lactis showed that change in gene expression
related to intracellular signaling pathway was observed after treatment of L. Jactis.
The real time PCR analysis of gene expression in BMEC in response to gram—positive bacteria
(3 strains including L. lactis) and gram—negative bacteria (4 strains) showed that
gram—negative bacteria strongly enhanced gene expression of inflammatory cytokines.
Furthermore, the effect of predominant milk bacteria on signaling pathway in BMEC was
different among species.
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Biological adhesion 5 8
Biological regulation 116 104

Carbohydrate utilization 0 0
Carbon utilization 0 0
Cell killing 0 1
Cell proliferation 9 10
Cellular component organization or biogene 31 28
Cellular process 177 163
Death 10 10
Developmental process 31 25
Establishment of localization 44 30
Growth 4 6
Immune system process 9 10
Localization 49 34
Locomotion 10 9
Metabolic process 101 116
Multiorganism process 8 4
Multicellular organismal process 37 35
Negative regulation of biological process 16 23
Nitrogen utilization 0 0
Phosphorous utilization 0 0
Pigmentation 1 0
Positive regulation of biological process 24 26
Regulation of biological process 111 100
Reproduction 7 5
Reproductive process 7 5
Response to stimulus 93 71
Rhythmic process 0 0
Signaling 82 61
Sulfur utilization 0 0

Viral reproduction 1 0
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1 Probable G-protein coupled receptor 52 NM_001100304 2.1 0.047
2 G protein gamma 4 NM_001103324 1.9 0.014
3 G protein-coupled receptor 77 NM_001077947 1.7 0.005
4 G-protein coupled receptor 183 NM_001046472 1.6 0.01
5 C-C chemokine receptor type l1-like NM_001075921 1.5 0.03
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1 G-protein signaling modulator 3

2 G-protein coupled receptor 4

3 G protein—coupled receptor 150

4 regulator of G-protein signalling 13
5 G protein—coupled receptor 162

XM_594391 0.44 0.012
NM_001075583 0.5 0.03
XM_003582493 0.51 0.031
NM_001080232 0.58 0.04
NM_001076217 0.62 0.049
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(MIL-18, B)IL-8. HEHE4 : T5-6, L
lactis ssp. cremoris (Accession number:
AB624339) ; T5-11, L. lactis ssp. lactis

(AB624340) ; T5-9, Microbacterium sp.
(AB624342) ; T2-3, Stenotrophomonas
maltophilia (AB624341) ; T5-15,
Chryseobacterium sp. (AB624343);T2-1,
Pseudomonas  sp. (AB624344) ;  T2-62,

Serratia sp. (AB624345).
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