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It has been reported that micro—environment in cancer tissue plays important roles
in cancer development in addition to genetic abnormalities in cancer cell. Moreover,
it is generally accepted that epithelial-mesenchymal transition of cancer cell
contributes to tumor invasion and metastasis. On the other hands, it is revealed that
microRNA can regulate hundreds of genes and affect biological characteristics of
cancer cell. Inrecent year, it was confirmed that secreted—microRNA which is released
through small vesicle into extra—cellular space 1is stably present, and many
researchers focused on its biological significance. In this present study, we perform
comprehensive and systematic microRNA expression analysis in cancer stromal tissue
and aim to elucidate the role of secreted—microRNA in tumor—-stromal cell interaction
and epithelial-mesenchymal transition.
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