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WFFERE SR OMEEE  (Z3C) @ The present study revealed that HEV requires the MVB pathway for
release of virus particles. Furthermore, our results indicate that membrane—associated
HEV particles retain the antigenicity of TGOLN2 derived from TGN on the surface of the
particles and HEV utilize the cellular ESCRT machinery in the cytoplasm, but not at the

cell surface.
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