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WFZER R OMEEE (F30) : In this study, we examined the gene expression of interstitial
cells of Cajal, which are thought to be the regulatory cells of gut motility, in
trinitrobenzene sulfonic acid-induced experimental colitis of mice. By DNA microarray
we found some candidate genes related to ICC recovery including cell growth factors
and transcription factors. These results may lead to the development of new

therapeutic strategy for motility disorder of gut.
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B22. $AR G TE E F TNBs.DS/TNBs.D2  Control/ TNBs.D2
ankyrin repeat domain 1 (Ankrd1) 2.33 -0.07
complementfactor D (Cfd) 4,84 2.59
exonuclease 1 (Exol) 2.26 0.59
homeoboxAll (Hoxall) 2.85 3.37
kinase insert domain protein receptor (Kdr) 2.19 0.40
phospholipase A2, group IB (Pla2glb) 3.26 1.18
prepronociceptin (Pnoc), transcript variant 1 3.98 1.24
regeneratingislet-derived 3 beta (Reg3b) 3.53 -4.16
thrombospondin, type |, domain 1 (Thsd1) 212 0.2
tryptophan hydroxylase 1 (Tph1), transcript variantl 3.86 0.42
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Ets2 repressor factor (Erf) -2.65 0.02
dihydrouridine synthase 4-like (S. cerevisiae) (Dus4l) -2.17 -0.05
lamin B1 (Lmnb1) -1.23 0.03
lysyl oxidase-like 2 (LoxI2) -2.24 0.06
mitogen-activated protein kinase kinase kinase 10 (Map3k10) -4.49 -0.87
phosphodiesterase 9A (Pdeda), transcript variant1 -2.11 0.10
ring finger protein 25 (Rnf25) -2.55 0.13
symplekin (Sympk) -2.92 -0.01
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insulin-like growth factor 1 (Igf1) 3.46 0.32
islet-derived family, member 4 4.67 0.48
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myotubularin related protein 3 (Mtmr3) 2.24 0.02
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CaZ*/K* Fr Rl

inositol 1,4,5-triphosphate receptor 3 3.26 0.1
potassiumvoltage-gated channel, subfamilyQ, 3.64 0.04
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interferon regulatory factor 3 (Irf3) 1.56 0.06
interleukin 1 beta (l11b) 2.02 -0.36
interleukin 33 (1133) 2.63 0.03
thymicstromal lymphopoietin (Tslp) 2.64 -0.27
TNF receptor

TNF receptor-associated factor 2 (Traf2) 2.48 0.24
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