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Fundamental study for intestinal epithelial cell regeneration via regulation of sube
pithelial myofibroblasts
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We performed the regulation of subepithelial myofibroblasts to promote regeneratio
n of intestinal epithelial cells. The regulation of subepithelial myofibroblasts is done by introducing an
tisense oligonucleotide of Foxl1l, which is known as mesenchymal transcription factor, via Dectin-1 using s
chizophyllan (SPG) as an antisense carrier. Inhibition of Foxl1l ameliorate body weight loss and significan
t increase in length of the colon and crypts in dextran sulfate sodium (DSS) colitis model. Clinical appli
cation of antisense Foxll coupled with SPG to short bowel syndrome is expected.
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Description Gene Symbol Log2 Ratio
Apolipoprotein A-l Apoal 6.57
Olfactory receptor 533 OIfr533 6.35
lincRNA:chr3:125561319-125562132 forward strand 6.08
lincRNA:chr3:78982395-79094345 forward strand 5.69
3-oxoacid CoA transferase 2B Oxct2b 5.68
lincRNA:chrX:34360500-34388500 forward strand 555

NOD-derived CD11c +ve dendritic cells cDNA, clone: B930036N10Rik 5.49
F630038K07

lincRNA:chr6:99472981-99484210 forward strand 5.49
Keratin associated protein 903 Krtap9-3 547
RIKEN cDNA 4933428M09 gene 542
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Description Gene Symbol Log2 Ratio
Olfactory receptor 1308 0Ifr1308 -7.01
lincRNA:chr9:118060025-118085050 forward strand -7.01
RIKEN cDNA 4933412006 gene 4933412006Rik -6.78
lincRNA:chr7:137486825-137498500 forward strand -6.65
Q4KXEO_WHEAT (Q4KXEO) Cold acclimation induced Oxct2b -6.63
protein 2-1

lincRNA:chr5:118919606-118925333 reverse strand -6.40
lincRNA:chr17:64063362-64066067 reverse strand -6.38
lincRNA:chr1:44915250-44944125 reverse strand -6.19
Nicotinamide nucleotide adenylyltransferase 2 Nmnat2 -5.99
lincRNA:chr8:60132300-60146830 forward strand -5.92
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Description Gene Symbol Log2 Ratio
" lincRNA:chr8:26343277-26352902 reverse strand 748
DSS Hg-] ﬁé = 7_; % j a '\ a—JL B Transforming growth factor, beta receptor | Tgfbri 7.04
+ MAS-related GPR, member A7 Mrgpra7 6.99
Interleukin 17F nzf 6.95
0 4 ) 3 4 5 6 7 8 9 10 1 12 13 14 RIKEN cDNA 4930520K10 gene 6.75
0 day neonate eyeball cDNA, Ntng1 6.70
3% DSS PDZ domain containing 7 Pdzd7 6.69
Adult retina cDNA, RIKEN full-length enriched library, 'A930009L07Rik 6.54
]‘ ] ] ] ] ip clone:A930009L07
antisense FoxI1/SPG F-box and WD-40 domain protein 14 Fbxw14 643
lincRNA:chr6:57560819-57569928 forward strand 632
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Description Gene Symbol Log2 Ratio
lincRNA:chr9:118060025-118085050 forward strand 742
RIKEN cDNA 4933412006 gene 4933412006Rik =717
lincRNA:chr7:137486825-137498500 forward strand -7.06
Q4KXEO_WHEAT (Q4KXEO) Cold acclimation induced Oxct2b -7.02
protein 2-1

lincRNA:chr17:64063362-64066067 reverse strand -6.84
lincRNA:chr1:44915250-44944125 reverse strand -6.64
lincRNA:chr8:60132300-60146830 forward strand -6.37
RIKEN cDNA 4931409K22 gene 4931409K22Rik -6.28
Olfactory receptor 1308 OIfr1308 -6.10
Aryl hydrocarbon receptor nuclear translocator Amt -6.09
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