(®)
2011 2014

Basis research in evolutionary mechanism of H5N1 highly pathogenic avian influenza
viruses

Watanabe, Yohei

3,100,000

H5N1 1
sublineage
Hemagglutinin H5N1

We have searched mutations that HS5N1 highly pathogenic avian influenza viruses
acquired during their dissemination in Egypt. The results showed that specific sublineage viruses in
E?ypt have acquired HA mutations that enhanced their human-type receptor binding affinity. The mutations
also conferred a higher virulence in the infected mice. Our finding suggested that H5N1 viruses could
acquire mutations that increase the infectivity toward humans during their transmission in birds.
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