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We investigated the relationship between paternal uniparental disomy and characteristic
features in patients with Beckwith-Wiedemann syndrome. It was suggested the sever genetic
variability of mosaic ratio and the extent of UPD might shorten gestational period
Four cases (13%) of genome-wide UPD might alter the phenotypes. We extracted 6 motifs
which might be associated with somatic recombination by investigating the breakpoint of

the paternal disomy.
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