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The elucidation of the novel microRNA-gene pathway regulating the peritoneal
dissemination in gastric cancer
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WFZERC R OMEEE (F30) : The prognosis of the patients with peritoneal dissemination of
gastric cancer still remains dismal. The molecular mechanism of peritoneal dissemination
has been not elucidated. microRNA has been reported to be involved in carcinogenesis,
progress, metastasis and chemo—resistance. In the current study, we aimed to reveal the
novel microRNA— gene pathway in human serum samples regulating the malignant potential
of gastrointestinal cancer.
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