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Molecular genetic analyses of bone and soft tissue tumors
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Genetic analysis was performed using human osteosarcoma samples, failed to detect
any apparent genetic alterations. Using osteosarcoma cell line, we isolated the genes involving the develo
pment and progression of osteosarcoma. Overexpression and knockdown of the gene demonstrated its function
in cell proliferation, migration and invasion.
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Runx2 haploinsufficiency ameliorates
the development of ossification of the
posterior longitudinal ligament.
Iwasaki M, Piao J, Kimura A, Sato S, Inose
H, Ochi H, Asou Y, Shinomiya K, Okawa A,
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