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We investigated estrogen receptor alpha—target genes that showed aberrant DNA
methylation and mRNA expression. As the results, we obtained four genes that showed
hypomethylation and wupregulation, one gene that showed hypomethylation and
downregulation, six genes that showed hypermethylation and upregulation, and eleven genes
that showed hypermethylation and downregulation. Because those genes included the genes
involved in the tumor development and proliferation, those genes possibly contributes
to the pathogenesis of uterine leiomyoma through aberrant DNA methylation.
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