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Validity of blood tests and use of genetic profiles for detection of unknown diagnos
tic items

Akitomi, Shinji
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We carried out gene profiling before and after treatment in patients with severe s
epsis. The results obtained were evaluated and compared between those who recovered from septic shock with
treatments for severe sepsis, such as endotoxin adsorption therapy (polymyxin-B direct hemoperfusion) and
those who were in prolonged shock without responding to treatment. Regardless of shock state improvement,
10 types of miRNA increased, and 8 types decreased, with intensive care. Among them, there were 7 types o
f miRNA in cases with blood pressure elevation in response to treatment. Regarding these 7 types, we analy
zed the target genes of miRNA that was changed in patients with definitely elevated blood pressure.
We confirmed 94 types of blood-related genes contributing to blood pressure elevation. At present, we are
analyzing the pathways of mRNA and miRNA.
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