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Functional analysis of Zyxin incell migration and invasive potential
of oral squamous cell carcinoma cells
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WFZER R O EE (L) : Zyxin is an evolutionarily conserved protein that has been
implicated in the regulation of actin assembly and is mainly located at focal adhesions.
However, the biological roles of Zyxin in cancer cells are incompletely understood. We

analyzed the functions of Zyxin in cell migration and the invasive potential of OSCC.
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