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MicroRNAs (miRNAs) are small RNA molecules that bind to target mRNAs and
regulate their expression. Although there have been many reports of miRNAs showing altered
expression during carcinogenic processes, there are no reports of miRNA mutations directly causing
carcinogenesis. miR-142 is a miRNA expressed mainly in the haematopoietic system and its sequence is

100% identical in mice and humans. We generated mice with a point mutation (A55G) in the seed
region of miRNA-142-3p, reported in patients with acute myeloid leukaemia, and found that the
mutated blood cells cause T-cell leukaemia. We also found that simultaneous introduction of an Idh2
mutation resulted in myeloid leukaemia, which is more similar to the human condition.
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