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Elucidation of the sorting mechanism of NOTCH protein secretion and degradation
mediated by glycosyltransferases
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The present study provides a new perspective on ?chobiolog¥ by
demonstrating that 0-glycans play important roles not only in protein folding but also in
intracellular transport and secretion; the glycosylation map and functional analysis of DLK1 are
also expected to have applications in understanding related diseases and drug discovery.
Furthermore, it was suggested that O-glycan deficiency induces different transport and degradation
pathways in DLK1 and NOTCH1, and it is expected that the sorting mechanism of 0-glycan-mediated
secretion and degradation will be elucidated in the future.
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