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The purpose of this project is to indicate the target image of biodiversity and
its formation mechanism for suitable river restoration in the European Alps through an intensive
investigations of reference semi-natural basins remained in northeast ltaly. We clarified the true
species richness of stream invertebrate communities in the basins by addressing the potential problem of

oor morphological taxonomz (e.g., many undescribed species) applying an new technique of DNA sequence
ased taxonomy. We found the ecological importance of spatial environmental heterogeneity among habitats
and microhabitats (e.g. large woody debris) in sustaining the high biodiversity in the natural river
system. In addition, satellite and mountain camera image analyses for tracing the temporal change of
river geomorphology at reach scale allow us to understand significant role of large and frequent flood
disturbances in sustaining the high species diversity in the natural floodplain system.
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