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Role of nucleolin in maintenance of genomic stability through chromatin remodeling
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We identified nucleolin (nucleolar protein) as one of H2AX-binding proteins. As
nucleolin could remodel chromatin structure at transcription-active sites, we investigated the role of
chromatin remodeling radiation-induced DNA damage. Nucleolin-depleted cells remarkably reduced cell cycle
checkpoints and HR repair activity, and showed un-stabilization of stalled replication fork and abnormal

chromatin remodeling. Therefore, nucleolin could be important to maintain genomic stability through
chromatin remodeling.
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