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Comgrehensive analysis of the abscisic acid signaling network in higher plant
seeds.
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In order to understand the protein-phosphorylation net-work responding to a
phytohormone, abscisic acid, which is one of the major regulators of germination and abiotic stress
response in germination, molecular genetic and phospho-protemic approaches were conducted. We
successfully identified the interactors of seed specific ABA-related PP2C, AHG1 and AHG3, and detected
phosphoproteins in Arabidopsis seeds and barleys by phosphoproteomic analysis.
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