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Identification of genes responsible for interspecific incompatibility and hybrid
embryo breakdown
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A QTL for interspecific incompatibility of Brassica rapa to Brassica oleracea
pollen was delimited to 3.7-Mb region on chromosome 2, and three genes were found to be candidates for
the interspecific-incompatibility gene by nucleotide sequencing of genes in this region. Two QTLs for
hybrid embryo breakdown of B. rapa in intergeneric hybridization with Raphanus sativus were detected in
repeated investigations, and BrFIEa and BrMSlla were identified as candidates for the genes participating
in hybrid embryo breakdown. Interestingly, these QTLs may also responsible for embryo breakdown in
interspecific hybridization with Brassica napus and Brassica nigra.
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