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Trial for identification of targeting molecules in malignant pleural mesothelioma
by proteomics
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Proteomic differential display between malignant pleural mesothelioma cells and
normal pleural cell identified HSP70 GRP78 PDX2 Protein disulfide isomerase A3 annexin A3 and 14kDa
phosphohistidine phosphatase as up-regulated proteins in malignant pleural mesothelioma cells compared to
normal pleural cell. Furthermore, by means of western blot analysis it was shown that in malignant
Eleural mesothelioma cells DDX39 was up-regulated compared to normal pleural cell. However, after

nocking down these candidates the proliferation and moving were not down-regulated. After this we would
like to investigate the function of these identified proteins in the tumorigenesis and pathogenesis of
malignant pleural mesothelioma.
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The Up-regulated Protein Spots in Malignant Pleural Mesothelioma
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