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Understanding of the mechanism of the plant biological clock based on comparison
between molecular networks.

Aoki, Setsuyuki
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The biological clock is an endogenous oscillation mechanism with a period of
about one day, and it is an important adaptive mechanism to survive under day-night environmental cycles.
In this studz, we studied the molecular mechanisms of the clock of a model basal plant Physcomitrella
patens, which diverged from higher plants including the model dicot Arabidopsis thaliana at leas 450
million years ago. By the comparison of the clock machineries between P. patens and A. thaliana,we
unraveled the mechanisms shared in both plants, mainly consisting of member genes of CCAl and PRR
families and their interactions, and also a mechanism specific to the moss plant,which includes
phosphorylation of PRR proteins. By these findings, understanding of the molecular mechanisms of the
plant clocks and their evolutionary changes has been greatly facilitated.
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