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Genetic basis of adaptive population divergence in androgen signaling for a fish in
relation to mating system

KOKITA, Tomoyuki

4,200,000

DNA
pQTL eQTL

Extreme diversity in male reproductive strategy is found in fishes. Elucidating
genetic basis of such diversity is important for understanding its evolutionary mechanism. Androgen is a
key hormone for the expression of multiple male reproductive traits that are important for male
reproductive success. Therefore, selection on androgen-mediated traits might result in the adaptive
evolution of androgen titers themselves. We used natural variation in androgen-mediated traits and
androgen production between different ecotype populations of the Japanese freshwater threespined
stickleback as a model system. Ecological genomic analyses including comparative transcriptome and QTL
mapping and a variety of molecular biology experiments were conducted to examine this prediction. This
study suggests that adaptive divergence in androgen production between these populations occurred by
regulatory mutations of a gene that encodes an important enzyme for androgen synthesis.
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