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Intrinsic mechanisms against environmental stress in plants by rewriting genome

sequences
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Excision of DaiZl0, a hAT-type transposon, was detected in a hypomethylated rice

line produced by knockdown of DDM1 gene that is required for maintenance of DNA methylation in the
genome. Excision of DaiZl0 was observed in 1 week-old wild-type callus, regenerated plants, and plants in
the next generation, indicating that epigenetic changes of DaizZl10 induced by callus formation are

inherited transgenerationally.
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