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Analysis for the %enes encoding starch degrading enzymes in rice leaf sheaths
during the grain-filling stage
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The function of some genes constituting a -amylase and 3 -amylase gene families
was investigated to elucidate the mechanisms of starch degradation in rice leaf sheaths during the
post-heading stage. In heavy-panicle cultivars, Takanari, the transcription level of RAmy2A, one of
o -amylase genes, rapidly increased after heading in leaf sheaths, which may be one of the factors that
cause the rapid de?radation of starch in the leaf sheaths of Takanari. Overexpression of 0sBAM2 or
OsBAM3, the B -amylase genes, markedly reduced the starch level in leaf sheaths. However, the
transcriptional repression of OsBAM2 or 0sBAM3 did not significantly increase the starch accumulation in
leaf sheaths at heading stage. The transcription level of 0sBAM5 was enhanced during the night in leaf

blades. Furthermore, the transcriptional repression of 0sBAM5 resulted in the excess of starch
accumulation in leaf blades.
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