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Functional analysis of RG5, a locus determining carbohydrate accumulation capacity
in rice

Ishimaru, Ken
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In rice, the source capacity is estimated as the total quantity of carbohydrate
available. Greater capacity to accumulate carbohydrate is the main target for increasing rice yield
potential. RG5 is a locus responsible for_increased yield potential across the genetic background by
improvement in carbohydrate storage capacity. In this study, our results showed that expansion of leaf
area of two leaves below a flag leaf improved storage capacity of RG5. Additionally, it is suggested that
a transcriptional control gene might the main candidate gene for RG5. Under the FACE condition, the
content of protein and S significantly decreased in grains from “ Koshihikari” ; by contrast, a
chromosomal segment substitution of RG5 was found to maintain protein and S content. Thus, our results

proved that the improvement in retranslocation by higher carbohydrate storage capacity might be the main
target to diminish the elemental decline in grains grown under elevated CO2 condition.
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