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Application of chromosome analysis on genome studies in fruit trees
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A chromosome preparation_method using young leaves of pear was developed.
For enzymatic maceration/airdrying (EMA), enzyme mixture containing 4% Cellulase Onozuka RS, 1.5%
Macerozyme R200 (Yakult), 0.3% Pectolyase Y-23 (Seishin Pharmaceutical Co., Ltd.%, at 37° C for
60-75 min was optimum for chromosome preparation. Black spot disease is one of the most harmful
diseases in Japanese pear cultivation. In the present study, the locations of black spot disease
resistance/susceptibility related genome regions were studied by fluorescence in situ hybridization
using BAC clone (BAC-FISH) on Japanese pear chromosomes. Black spot disease-related genome regions
were detected in telomeric positions of two medium size chromosomes. Pear and apple belong to the
subfamily Spiraeoideae, tribe Pyreae. The chromosome configurations of both genera were quite
similar. Syntenic relationships between the apple and pear genomes are supported by the chromosome
configuration in the present study.
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