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Uncovering the soil microbial community structure based on humus-metaboilzing
activity of actinomycetes
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This study aimed at elucidating how the soil-dwelling gram-positive bacteria
actinomycetes contributes to the construction of microbial community structure. Some actinomycetes
strains exhibited a marked humus-coagulating and decolorizing activitz The isolation of
humus-decolorizing activity of Streptomyces coelicolor A3(2) showed the possible involvement of a
membrane-associating diaphorase The presence of similar extracytoplasmic diaphorase activity in the
diverged actinomycetes strains suggested the wide occurrence of energy metabolism based on the reduction
of a humic substance(s) Overall the evidence suggests that some actinomycetes metabolites widely
support the growth and expression of specific functions in other organisms and that actinomycetes
contributes to the construction of a global soil microbial community structure by effectively associating
with the formation and dynamics of humus the substance derived from dead plant that constitutes rich
soil environment.
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