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Epigenetics in the promoter region of prion protein gene
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We analyzed the CpG methylation upstream of exon 1 in mouse prion protein gene.
We show that the CpG island including promoter region in PrP gene is nonmethylated in all tissues. On the
other hand, CpG methylation in upstream region adjacent to the CpG Island has occurred in various
proportions.
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1.Cerebrum 2.Cerebellum 3._Diencephalon
4.Thalamus 5.0lfactory bulb 6._Medulla
oblongata 7.Spinal cord 8.Uterus 9._Kidney
10.Lung 11.Eyeball 12_Adrenal gland
13.Colon 14.Appendix 15.Cecum 16.Thigh
muscle 17.Stomach 18.Rectum 19.Heart
20.0varia 21.Glossa 22.Seminal vesicle
23.Spleen 24.Thymus 25.Bladder 26.Liver
27.Testis 28.11eum 29.Jejunum 30.Duodenum
31.Gallbladder 32.Pancreas
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