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Analysis of the epigenetic changes in canine lymphoma cells
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To improve the treatment of the canine lymphoma patients, we focused on the
epigenetic changes of the canine lymphoma cells. Our first study suggests that the detection of
H3K18Ac/27Ac by the western blotting may be an appropriate method for the detection of the acetylation
status in canine lymphoma cells, and if it presents, the mRNA and protein analysis of CREBBP/EP300 should
be explored.

In thg second study, we showed that MGMT was strongly correlated with the resistance of canine lymphoma
cell lines to an anti-cancer agent, lomustine. Moreover, we show that there were two types of lymphoma
cells; ones that possess the MGMT activity and show low sensitivity to lomustine, and others that do not
possess the MGMT activity and show high sensitivity to lomustine. However, the canine lymphoma cell lines
did not show significant correlation between the methylation status and the MGMT suppression levels.
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