©
2012 2014

Role of V-ATPase in cellular ion environment and vesicle trafficking
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During differentiation into osteoclasts, lysosome moves to and fuses with
plasmamembrane to secrete lysosomal enzymes necessary for bone resorption. We found that a3 isoform of
V-ATPase on lysosomal membrane binds specifically to a GTP-binding protein that regulates vesicle
trafficking along microtubules. The a3 showed stronger binding to inactive form of the factor than to
active form. However, the factor should be active form to transfer lysosome to plasmamembrane.
Furthermore, the factor was not located on lysosome in osteoclasts from a3 gene knockout mice. These
resglts indicate that a3 recruits inactive form of the vesicle trafficking factor into lysosomal
membrane .
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