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The role of glycolipids and peptidoglycan of lactic acid bacteria for the
stimulation of innate immunity
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Lactobacillus brevis Enterococcus faecium

The present study aimed to clarify the relationship between mild
immunostimulatory effects of lactic acid bacteria and their cell membrane components. Lactobacillus
brevis and Enterococcus faecium, as typical lactic acid bacteria, were used in this study.
Glyceroglycolipids of these bacteria were extracted, purified, and their structure was partially
determined b% spectrometric analysis. Peptidoglycan was also extracted, solubilized, and purified by
enzyme and chemical treatments.

These cell membrane components showed only weak activity of natural killer T cell activation, but
solubilized peptidoglycan exhibited distinct activity of cytokine induction. These results indicated that
the cell membrane component of lactic acid bacteria responsible for the immunostimulatory effects was
mainly peptidoglycan.
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