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Genotyping of insertion/deletion polymorphisms using locked nucleic acids for human
identification
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We analyzed the effects of locked nucleic acids (LNAs) for the efficiency of
fluorescent labeling of PCR products. When the 24-base universal sequence with a higher Tm value was
used, the introduction of a few LNAs significantly improved the efficiency, compared to the results from
the 18-base universal sequence. We also selected 37 autosomal insertion/deletion (Indel) polymorphisms,
and calculated the frequencies of alleles from 100 Japanese individuals. The matching probability was
2x 10(-15), and the combination of selected Indels would be useful for individual discrimination. In
multiplex Indel genotyping, fluorescent universal primers with LNAs produced higher signals than non-LNA
fluorescent universal primers, and the increasing effects were identified especially in the low
concentration (0.1 py M) of these primers.
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