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Identification of serum exosomal microRNA in lung cancer
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4,100,000
RNA (MiRNA)
(NSCLC)20 mIRNA 17 miRNA
NSCLC 20 MiRNA
13 miRNA miR-30c
EGFR miR-30c  NSCLC

We tried to identify a unique serum exosomal microRNAs (miRNAs)in lung cancer.
First, we analyzed serum exosomal miRNA expression profiles of culture supernatant from 20 non-small cell
lung cancer (NSCLC) cell lines and normal epithelial cells. Exosomes were isolated from serum using
Exoquick Exosome solution. The presence of exosomes was performed with CD9/CD63 exosome markers. MIRNA
profiling was performed b{ miRNA microarray. Seventeen miRNAs were significantly overexpressed in
supernatant from NSCLC cells. We also performed serum exosomal miRNA profiling using serum samples from
20 NSCLC patients. We found that thirteen serum exosomal miRNAs were significantly upregulated in NSCLC
patients. Notably, we found that miR-30c expression was significantly higher in both serum and cell
supernatant samples as wells as cell samples in NSCLC especially in lung adenocarcinoma. The serum
exosomal miR-30c may be useful as novel biomarker in NSCLC, especially in lung adenocarcinoma.
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Tumor Intensity Normal Intensity Ratio
hsa-miR-6765 297 30 9.82
hsa-miR-7977 1869 191 9.80
hsa-miR-4258 632 71 8.93
hsa-miR-92a 382 47 8.10
hsa-miR-93 99 13 7.97
hsa-miR-4443 960 128 7.48
hsa-miR-17-5p 78 11 6.93
hsa-miR-7975 2688 400 6.71
hsa-miR-3648 3831 572 6.70
hsa-miR-193b 113 18 6.28
hsa-miR-4454 10099 1616 6.25
hsa-miR-1273 90 15 6.01
hsa-miR-30c 63 12 5.81
hsa-miR-1260b 282 49 5.71
hsa-miR-6132 469 83 5.64
hsa-miR-4648 323 59 5.52
hsa-miR-204 1179 225 5.25
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hsa-miR-1915 222 34 6.46 0.015
hsa-miR-30¢ 409 75 5.43 0.003
hsa-miR-4730 597 111 5.32 0.000
hsa-miR-4534 619 125 4.94 0.003
hsa-miR-4271 803 169 4.75 0.001
hsa-miR-642a 1430 311 4.59 0.002
hsa-miR-652 429 97 4.42 0.001
hsa-miR-21 135 31 4.39 0.050
hsa-miR-1225 400 95 422 0.003
hsa-miR-4294 1832 440 4.16 0.005
hsa-miR-671 695 168 4.12 0.002
hsa-miR-6124 652 158 4.12 0.001
hsa-miR-6510 565 137 4.11 0.003
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