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Novel diagnostic tool for drug-induced liver injury after liver transplantation
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We colected blood, urine, and liver tissue samples at fixed intervals after
liver transplantation. DNA was extracted from frozen liver tissue, and RNA was extracted from
lymphocyte cells obtained from blood samples. Using the DNA and RNA, Genetic polymorphism related to

drug metabolism was analyzed using SNP (single nucleotide polymorphism) analysis. The association
of genetic polymorphism with drug hepatopathy will be assessed when enough number of samples are

accumulated.
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